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1R BHRRAE R BHRRAE IR BHRERAE
B JE BV M/ MR A FEIR B (SFTS) 1 |SFTS virus (1)
= I B = st EHEC 0157 VT2 (1) EHEC O157:H7 VT2 (1)
WS HH I PEKBS B R SR A 2 EHEC 0157H7 VT2 (1 2 EHEC 026H11 VT (1)
BiLA 3 |Measles virus B3 (3) X EH14
BUERGAMMEL Y IR E R 1 |Streptococcus agalactiae BEE (1)
LT M AR AR B R 2 | Pseudomonas aeruginosa (2)
Ell\\*E*EIL\%rE_
202648 A 20264F7H 202646 A
R B
1R BHRRAE 1R BHRRAE IR BHRRAE
ER0O%K 1| Coxsackievirus A6 (1)
Parainfluenza virus 1(1)
Parainfluenza virus 3 (3) Parainfluenza virus 3(.1)
SARS-CoV-2 (2) Parainfluenza virus 4 (1) :Emanlmetg;‘)‘r;e(L;Towrus(Z)

2 b O 2 R Parainfluenza virus 3 (1) Human metapneumovirus (2) inovirus
=2 % F (ARI) 4 11 12 Rhinovirus A51(1)

Human metapneumovirus (1)

Rhinovirus A19 (1)
Adenovirus 2 (1)
SARS-CoV-2 (3)

Rhinovirus A12(2)
Rhinovirus/Enterovirus (2)
Adenovirus (B! A<BA) (1)
Coxsackievirus A6(1)

KEERRBEDERLDOTBREHETRT
MIBETHEHEALOREENEESEZNTNET ELTVS,




